Programme for 2 day workshop on parallel computing in Bioinformatics

Thursday 2nd September 

8:45 - 9:00
Registration and Welcome
9:00 - 10:30
Chris Messom Introduction to parallel computing with clusters 
10:30 – 11:00
COFFEE BREAK

11:00 – 12:30 
Andre Barczak  Introduction to parallel programming with MPI

12:30 – 2:00 
LUNCH

2:00 – 3:00 
Albert Zomaya  Parallel Computing in Bioinformatics

3:00 – 3:30
Greg Ewing  Parallelizing Bayesian phylogenetic inference with Java
3:30 – 4:00 
COFFEE BREAK

4:00 - … 
Hands on session with Helix covering 

· Logon/access

· Programming with MPI

(Lab access available until midnight)

Friday 3rd September

9:00 – 10:00 
Amitava Datta  A parallelization of ClustalW for multiple sequence alignment on a workstation cluster
10:00 – 10:30 
Tim White  Parallel Branch and Bound for Parsimony 
10:30 – 11:00
COFFEE BREAK

11:00 – 12:00 
Lesley Collins and Tom Macke  Parallelisation of RNA-searching software: the programmer and the biologist.
12:00 – 12:30 
Mike Hendy
 Future opportunities with Helix
12:30 – 2:00 
LUNCH

2:00 –3:00 
Ken Hawick Parallel Explorations of  Artificial Life Phase Space
3:00 – 3:30 
COFFEE BREAK

3:30 - …
 Hands on session with Helix covering 

· Blast

· ClustalW

· Phylogenetic applications
(Lab access available until midnight)

